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Expression Analysis v4.0 software（GE Healthcare
製）で処理してバックグランド補正と数値化を行っ
た???。
また、マイクロアレイデータの Gene Spring GX 7.






これらのプローブ群の IDを、The Database for
 

































Regulatory factor X-associated protein（Rfxap）、お











（interferon gamma inducible protein 30, gamma-







2,Q region locus 1、1.54倍)???が発現増加していた。














Number of altered genes?
GO number  GO term (biological process) P-Value up  down
 
GO:0006959  immune response  31 ― 3.6E-4
 
GO:0009611 response to wounding  20  3  2.2E-3
 
GO:0006954  inflammatory response  16  2  1.1E-3
 
GO:0048002 antigen processing and presentation of peptide antigen  7 ― 8.3E-4
 
GO:0002495  antigen processing and presentation of peptide antigen  6 ― 1.2E-4
 
GO:0001817 regulation of cytokine production  8  2  3.8E-2
 
GO:0019291 cytokine-mediated signaling pathway  4  2  3.8E-2
?The number of genes up-and down-regulated by raw nagaimo belonging to the GO category.
Table2 Expression change (vs. control group) of hepatic genes involved in immune
 
system development by raw nagaimo intake
 
Gene symbol  Gene name  Fold change
 
Fcer1g  Fc receptor,IgE,high affinity I,gamma polypeptide  2.07
 
Fcgr2b  Fc receptor,IgE,low affinity Iib  1.65
 
H2-Aa  Histocompatibility 2,class II antigen A,alpha  1.91
 
H2-Ea  Bactrianus MHC class II antigen H-2E alpha precursor  1.60
 
H2-Eb1  Histocompatibility 2,class II antigen E beta  2.47
 
H2-Q1  Histocompatibility 2,Q region locus 1  1.54
 
Hspa5  Heat shock 70kDa protein 5(glucose-regulated protein) 0.45
 
Ifi30  Interferon gamma inducible protein 30  2.12
 
Ii  Ia-antigen associated invariant chain  3.15
 
Psme2  Protease(prosome,macropain)28 subunit,beta,b  1.86
 



















Fig.1 Gene expression level involved in antigen processing and presentation by MHC I and II pathways
 
induced by dietary intake of raw nagaimo.
This figure is drawn by the speculation based only on gene expression data.The numeral in each
 
ellipse shows the fold change of enhanced gene expression.




Gene symbol  Gene name  Fold change
 
Ccl19  Chemokine(C-C motif)ligand 19  1.54
 
Ccl21b  Chemokine(C-C motif)ligand 21b  1.64
 
Ccl25  Chemokine(C-C motif)ligand 25  1.67
 
Ccl5  Chemokine(C-C motif)ligand 5  3.12
 
Cklf  Chemokine like factor,transcript variant 2  1.72
 
Cxcl10  Chemokine(C-X-C motif)ligand 10  1.53
 
Cxcl12  Chemokine(C-X-C motif)ligand 12,transcript variant 1  1.77
 
Cxcl16  Chemokine(C-X-C motif)ligand 16  1.52
 
Cxcl4  Chemokine(C-X-C motif)ligand 4  1.92
 
Il1b  Interleukin 1 beta  1.74
 
Rac2  RAS-related C3 botulinum substrate 2  1.79
 
S100a8  S100 calcium binding protein A8(calgranulin A) 1.78
 
Xcl1  Chemokine(C motif)ligand 1  1.88
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Table4 Expression change(vs.control group)of hepatic genes involved in xenobiotic
 
metabolism by raw nagaimo intake
 




Cyp2b9  Cytochrome p450,family 2,subfamily b,polypeptide 9  1.75
 
Cyp2c37  Cytochrome p450,family 2,subfamily c,polypeptide 37  0.61
 
Cyp2c38  CYP2C38  1.61
 




Gsta2  Glutathione S-transferase,alpha 2  2.46
 
Gsta4  Glutathione S-transferase,alpha 4  1.75
 
Gstk1  Glutathione S-transferase kappa 1  1.62
 
Gstm3  Glutathione S-transferase,mu 3  1.58
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To estimate the beneficial effects of the dietary intake of Chinese yam,nagaimo
(Dioscorea opposita Thunb.), normal mice were fed a diet containing 20% of the raw
 
freeze-dried tuber powder for 4 weeks. DNA microarray analysis of the liver revealed
 
the notable expression pattern of genes related to the immune system. In addition to
 
Fcer1g and Fcgr2b encoding the Fc receptor,several genes involved in antigen process-
ing and presentation by the MHC I and II pathways were up-regulated, which were
 
considered to promote the immune response. Moreover,the enhanced gene expression
 
of Phase II xenobiotic metabolizing enzymes (e.g., glutathione S-transferase)was also
 
observed. It was, therefore, assumed that the consumption of raw nagaimo would
 
favorably modulate the biotransformation of noxious substances such as carcinogens to
 
readily excrete as the water-soluble form. Compared to the control group,no signifi-
cant changes in genes involved in glucose and lipid metabolism were found in the
 
nagaimo-fed group.
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